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Quarantine

At the end of each year, CAIGE partners,
ICARDA and CIMMYT send bread wheat
and durum germplasm to Australia, In
addition, ICARDA ships barley
material. Seeds are grown in quarantine
and released in May the following year
0 AGG

Seed Increase
AGG transfers the seeds to the
IA Watson Grains Research
Centre in Narrabri (NSW) for
multiplication prior to inclusion in 00
the CAIGE yield trial the following} | 0,‘.’}’

CAIGE tour
Each year, a CAIGE yield trial
tour is organised and breeders,
ICARDA and CIMMYT scientists
and CAIGE organisers visit and
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How can CAIGE import material
be better selected and directed?

* GS models for predicting yield adaptation
are possible.

*  Which lines carry novel disease resistance
genes?



Genome-wide association analysis with CAIGE wheat diseases

YR — Stripe (Yellow) rust PBI Cobbitty, & AgVIC Horsham

STB - Septoria tritici blotch ~ AgVIC Horsham, DPI NSW, & CIMMYT whole genome GBS data

SAADI-SA
YS - Yellow spot AgVIC Horsham, & DAFWA 2025 1
2024 168
2023 1

Wheat and Barley 40k SNP array

No. genotyped lines |GG 179

2025 335 2021 >
2024 285 2020 287
2023 997 2019 154
2022 197 2018 144
2017 111

2016 68
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Stripe (Yellow) rust

SNP main effect
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Septoria tritict blotch
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Yellow spot
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YR haplotype analysis
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Haplotype frequencies 1n the 26k AGG wheat accessions

2B region
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Haplotype frequencies 1n the 26k AGG wheat accessions
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Haplotype frequencies 1n the 26k AGG wheat accessions

High frequency of the Yr27 A
haplotype in Turkish and landraces

The University of Sydney
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Haplotype frequencies 1n the 26k AGG wheat accessions

The University of Sydney
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Haplotype frequencies 1n the 26k AGG wheat accessions

Susceptible D haplotype particularly
common in Syrian and Moroccan
landraces
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Yr27 A haplotype had a common
source 1in Australian pedigrees
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Conclusions and discussion points

« CAIGE materials from CIMMYT and ICARDA are a source for disease resistance genes
but no major resistances were unique to CAIGE lines.

* Further work is required to confirm the YR resistance association on 3B.

« Should CAIGE material be screened for known resistances or against to find new
sources?

« How can selection of CAIGE materials be more targeted in the future?

« How could all the AGG genomic marker data be best used to identify novel resistance
genes in AGG genetic resources?

» Timely access to genomic data is essential.

The University of Sydney
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