Genome-wide association study of multiple
disease resistances in Australia using a
large-scale international wheat panel

Introduction

The International Maize and Wheat Improvement Centre (CIMMYT) and the International Centre for Agricultural Research in the Dry Areas (ICARDA)
are large international wheat breeding programmes that collaborate with Australian wheat breeders and researchers to introduce and evaluate new
sources of yield potential and adaptation to biotic and abiotic stresses as part of the CIMMYT Australia ICARDA Germplasm Evaluation (CAIGE)
programme (https./www.caigeproject.org.au/). Breeding materials are tested for their yield performance with Australian private sector breeding
companies. In addition, the materials have been screened with public sector partners for resistance to multiple foliar and soil borne pathogens.
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YeIIow/Strlpe rust (YR)

Puccinia striiformis f. sp. tritici

Septoria tritici blotch (STB)
(Zymoseptoria tritici

Yellow/Tan spot (YS)
(Pyrenophora tritici-repentis)

Crown rot (CR)
Fusarium pseudograminearum

Materials and Results

methods Genome-wide association analysis identified key resistance loci: Linkage disequilibrium and
YR, STB and YS were , o ? haplotype analysis:

tested under pathotype - ! 1

inoculated field conditions.
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