
   

Dear CAIGE Collaborators & CAIGE Community, 

 

  I trust this finds you all very well and no doubt most of you 

have had COVID now! 

All CAIGE yield trials and CAIGE pathology nurseries are planted 

and well underway. Thank you to all collaborators for their contri-

butions, especially with some of the pathology nurseries which are 

additional under the new CAIGE project. Amit has also been work-

ing with breeding colleagues to collect additional meta data from the 

trials which should enable more opportunity to understand the local 

environments and their affects.   

 Since our last newsletter we held yet again another ‘virtual’ 

AGM on the 1st April which was very successful. The new changes 

were presented for the ongoing CAIGE project which started this 

April which are summarised below. In May we had a Steering Com-

mittee meeting and in June our first Breeders Reference Group 

meeting. The new project is well underway with no major changes 

except for the Barley Yield Trials – where due to seed shortage only 

one trial has been planted in Narrabri. 

 We expect Bread and Durum wheat from CIMMYT this year 

and a shipment of barley from ICARDA. Currently the complemen-

tary additional data is being assembled to enable final selections. 

Moving forward with the opportunity to explore Global Phenotypic 

Platforms for the wheat program the Australian breeders have iden-

tified Soil Borne Pathogens as their chosen trait of interest for this 

year’s selection. Dr Amer Dababat in Turkey is working with both 

Drs Ravi Singh and Karim Ammar to facilitate this. 

 Amit is working very closely with Dr Robin Wilson and his team 

on improvements to BMS and the BMS Working Group is to start 

again next Month.  If you would like to join the Working Group, 

please contact Amit. 

 Approaching soon, at the end of August, we have the Australian 

Barley Technical Symposium and the Australian Wheat Breeding 

Assembly which hopefully many of you will be able to join. There 

will be several CAIGE presentations at these forums, and we are 

pleased that the CIMMYT Global Wheat Director Dr Alison Bentley 
will be a keynote speaker at the Wheat Conference. And Dr Miguel 

Sanchez is presenting an overview of the current ICARDA barley 

breeding program, and how he has incorporated genomic prediction, 

at the Australian Barley Technical Symposium. 

 We also plan on a quarterly basis to have a guest seminar by a 

CAIGE collaborator – and the first of these with Dr Matthew Reyn-

olds, CIMMYT Physiologist on Thursday 11th August 9am EST – 

please join if able. 

 The Australian Bread and Durum CAIGE tour is planned for the 

first 2 weeks in October, and the preliminary program is provided 

below – if interested to join any aspects of this please let me know. 

 

Wishing you all the best with the on-going season and to our CG 

colleagues with their harvest and plantings. 

 

Please keep safe and well on behalf of the CAIGE team 

 

Julie 

Dr Julie M Nicol 

CAIGE Coordinator 
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 The Australian Barley Technical Symposium (ABTS) will be held 

from 22– 25th August 2022, Gold Coast, QLD. 

 72nd AGSA conference will be held at Rydges, Capital Hill, 

Canberra from 24 – 26th August 2022, COVID permitting. 

 Year 2022 Australian Wheat Breeding Assembly will be held 

from 28 – 31st August 2022 in Narrabri, NSW. 

 The Second International Wheat Congress will be held from 11

– 15th September 2022 in Beijing, China. 

 8th International Cereal Nematodes Symposium will held from 

26 – 29th September 2022 in Abant, Turkey. 

 The 3rd International Workshop on Barley Leaf Diseases will be 

held at Saint Petersburg, Russia. Dates yet to be determined. 

https://abts.org.au/abts-2022/
https://www.ausgrainscience.org.au/
https://eventstudio.eventsair.com/wba-2022
http://www.2022iwc.cn/
https://www.cimmyt.org/events/8th-international-cereal-nematodes-symposium-icns/
http://vizrspb.ru/en/events/3rd-international-workshop-on-barley-leaf-diseases-july-1-3-2020.html
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Dear CAIGE collaborators, 

The CAIGE trials are in and based on feedback we’ve received so far most have established well. Many thanks again to our 

CIMMYT colleagues for helping us identify a suitable set of materials (with a focus on root disease traits this time) for impor-

tation as once again, we were unable to travel to Mexico to make the selections directly. Our Breeder Reference Group met 

for the first time in early July, and we were able to review and confirm our strategy. Our annual CAIGE tour of Australian trial 

locations will kick off in early October this year and I look forward to catching up with many of you as we travel around the 

national sites. 
 

Richard Trethowan 

Project Leader (Wheat-Durum) 

 

Dear CAIGE collaborators, 

Wow August already! The ABTS will be held on the Gold Coast commencing 22nd August, and I am looking forward to meet-

ing up with many of you from the barley breeding and genetics community at this meeting. And it is still not too late to regis-

ter (http://abts.w.kamevents.currinda.com/).  

The CAIGE barley program is now changing through to the new structure. Lines from the last import set (delivered from 

Quarantine in 2021) were increased last summer, and seed has been distributed for evaluation of resistance to NFNB, SFNB, 

leaf rust, scald and powdery mildew. Many thanks once again to Lisle, Davinder, Laura, Tara, and Mark for providing this valua-

ble information. The summer seed increase unfortunately did not provide sufficient seed for our normal collaborative yield 

trials; however, we were able to establish one trial at Narrabri this year. If anyone is interested in visiting this trial, the Narra-

bri open day on the 14th of September would be a great opportunity to do this. All materials are also under seed increase at 

Narrabri, and so this provides an opportunity for you to inspect the full 2021 import set. Many thanks Annette for your ef-

forts in getting this material in the ground between all the wet weather events this year! 

I would like to highlight some changes to the Barley CAIGE component under the new project. Key changes that you will see 

over the next year or so are: 

i. Availability of marker data on all lines imported from ICARDA – this will include 96 KASP markers from ICARDA 

(including markers linked to known genes of interest), and 20K SNP data.  

ii. ICARDA as part of the project will now put all lines in their Stage 1 trials into key disease nurseries in the field in Morocco 

(Miguel is able to do this using the GRDC funding along with funds he has from other sources). This will mean that all lines 

imported from Morocco will have information on their resistance to net blotch and leaf rust as a minimum.  

iii. Miguel will also be providing yield data from their Stage 1 yield trials, across multiple (contrasting) locations in Morocco, as 

well as predicted G-BLUPs.  

iv. Multi-pathotype testing will be conducted in Australia on lines showing resistance in field disease nurseries or which have 

demonstrated good levels of resistance in Morocco. This combined with molecular information, will help to identify lines 

carrying potentially novel sources of disease resistance. 

v. A proportion of the lines imported from Morocco in each set, will include lines derived from their wide-crossing pro-

grams. The 2021 set includes around 150 lines obtained from crosses between Australian barley varieties and H. spontane-

um.  
 

Mark Dieters 

Project Leader (Barley) 

AN UPDATE FROM CAIGE PROJECT LEADERS  

More than 50 CAIGE collaborators joined the CAIGE Virtual AGM on the 1st April 2022. The agenda, the twelve presentations and AGM 

minutes can be found at the link. The previous project finished in March and the new 5 year CAIGE project has started.    

Some of the highlights from the AGM meeting were. 

• Timely and improved statistical over year MET analysis of CAIGE data (Detailed presentation) 

• The identification of key disease core sets for both bread wheat and barley. 

• Improvements in the Breeding Management System (BMS) with data uploaded and improved functionality, including the storage of geno-

typic data. 

Our CG colleagues also provided an update to their respective breeding and pathology programs and what we can look forward to in the 

new phase of the CAIGE project. 

 

• Dr. Ravi Singh – Bread Wheat CIMMYT 

• Dr. Karim Ammar – Durum CIMMYT 

• Dr. Amer Dababat – CIMMYT – Turkey 

• Dr. Wuletaw Tadesse – Bread Wheat ICARDA 

• Dr. Filippo Bassi – Durum ICARDA 

• Dr. Miguel Sanchez Garcia – Barley ICARDA 

CAIGE AGM—2022 

http://www.caigeproject.org.au/caige-meeting-2020-2-2/
http://www.caigeproject.org.au/download/multi-environment-trial-analysis-2022/
http://www.caigeproject.org.au/download/2022-breadwheat-disease-core-set-public/
http://www.caigeproject.org.au/download/2022-barley-disease-core-set-public/
http://www.caigeproject.org.au/download/cimmyt-mexico-2022/
http://www.caigeproject.org.au/download/cimmyt-mexico-2022-2/
http://www.caigeproject.org.au/download/cimmyt-turkey-2022/
http://www.caigeproject.org.au/download/icarda-morocco-2022/
http://www.caigeproject.org.au/download/icarda-morocco-2022-2/
http://www.caigeproject.org.au/download/icarda-morocco-2022-2-2/
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KEY CHANGES TO THE NEW CAIGE PROJECT — 2022-2027 

What remains unchanged 

CAIGE Objective: The CAIGE program will continue to coordinate the importation, quarantine, multiplication, distribution, 

and evaluation of wheat and barley lines from CIMMYT and ICARDA and the subsequent capture and dissemination of data 

and knowledge for the benefit of the Australian grains industry. 
Breeder visits to the CGIAR for selection 

• Australian breeders will have the opportunity to visit the CGIAR (CIMMYT and ICARDA in alternating years for bread wheat 

and durum wheat and every other to ICARDA for barley) to participate in the selection of bread wheat, durum wheat, and 

barley lines for importation into Australia. 

 • During these visits, the CGIAR breeder databases of each crop will be made available to the participating breeders including 

any yield, metadata, disease, quality information, and genotypic data to assist the selection of specific materials for Australia. 
CAIGE local site visits 

The CAIGE crop leaders and the coordinator will visit the trials each year in September/October in coordination with the local 

breeders and pathologists. The CGIAR breeders will have the opportunity to visit the Australian trial sites annually with the 

CAIGE team. 

What is modified 

CGIAR nurseries received by Australian quarantine 

• More project investment in the CGIAR centres 

 • The nurseries will comprise germplasm carefully selected to meet Australian requirements, with a focus on breeding lines, 

but also greater diversity from the wide crossing programs. The restructured project will provide additional pathology, geno-

typic data, and global trait data. The aim is to import highly diverse sets of materials potentially carrying unique alleles for adap-

tation and disease resistance. 

 • Australian wheat breeders will emphasize the selection of a specific trait(s) during each CG visit, resulting in an imported set 

of diverse materials with a higher frequency of lines carrying the target trait (20% of the nursery). 

 • For barley selected at ICARDA, there will be an increased focus on disease resistance. Germplasm will be imported every 

second year 
Partner cash and in-kind contributions 

• The most promising lines imported and quarantined will be evaluated in multi-environment CAIGE yield trials and disease 

nurseries in Australia, based on additional data provided by the CG centres, and post-quarantine disease screening of both 

wheat and barley in Australia.  

• GRDC and in kind contributions have changed. One GRDC-funded yield trial for each of bread wheat, durum wheat, and 

barley will be sown annually; all other yield trials will be provided in-kind by the participating breeding companies to ensure 

coverage of Australia’s 3 grains regions. In kind contributions can also include genotyping or provision of other data 
Germplasm importation, build up and testing 

• Each year, 250 bread wheat, 120 durum wheat will be grown in post-entry Australian quarantine (alternating between cen-

tres). For barley, 350 lines (approximately 275 lines form the breeding program and 75 lines from the wide crossing program) 

from ICARDA will be quarantined every second year. A total of 2,900 lines will be quarantined across the 5-year project. 

• Post-quarantine build-up of all materials will be conducted at Narrabri each year (every other year for barley). Concurrent to 

post-quarantine build-up, specific disease screening will occur for the wheat (all three rusts for bread wheat, and leaf rust for 

durum) and barley high priority foliar pathogens (SFNB, NFNB and scald, and leaf rust). The Australian pathology data will be 

used in conjunction with additional pathology data from the Centres to identify lines for promotion to yield testing the follow-

ing year. 

• Trial designs will be generated by CBADS-SPI (formerly CBB) using pedigree and seed availability to optimize the allocation of 

lines to trials. Bread wheat and durum wheat will be sown at a minimum of 7 and 4 sites nationally, respectively. Barley (up to 

150 lines and check varieties) will be evaluated at 4 sites each year. 
Data analysis and provision of results 

• A preliminary single site analysis of the yield data will be performed by SAGI and provided by 31st January each year for dis-

tribution to the project partners.  

• An over-year MET pedigree analysis will be posted on the CAIGE website by March 15th.  

• All data provided by commercial companies will be password protected and accessible to CAIGE partners only. 

• As genotype data becomes available, this information will be incorporated into these analyses as well as pedigree where pos-

sible. 
Disease screening, bread and durum wheat 

• Most diseases will be evaluated concurrently with the CAIGE yield trials, thus ensuring that yield and comprehensive disease 

data are available at the same time  

• A different strategy will be applied for the most challenging diseases. Following concurrent disease and yield testing:  

- Tan spot, 25 lines resistant to tan spot will be assessed in WA for the same disease. The lines most resistant to foliar patho-

gens (based on 2 years of data) will be screened for powdery mildew using southern and western isolates.  

- Crown rot will be assessed on a defined subset of bread wheat (up to 150 lines) and Durum Wheat (up to 80 lines). The top 

10% of the lines will be re-screened the following year to confirm resistance. - Root-lesion nematode (Pratylenchus thornei) re-

sistance will be assessed on 20 selected lines one year later and confirmed over two years. The most resistant lines will then 

be screened for P. neglectus resistance and P. thornei tolerance under field conditions. 
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CIMMYT Physiological Pre-Breeding for Climate Resilient Wheat 
 

We are pleased to announce that we have a special research update as our CAIGE Guest Lecture #01 

from Matthew in addition to this Newsletter he will also be giving a PowerPoint presentation this coming 

Thursday at 9am EST which you are most welcome and encouraged to join. Please also kindly share the 

invitation to other interested parties. 

Date & Time: Thursday, 11th August 9–10am (AEST) 

Zoom Link: https://uni-sydney.zoom.us/j/87535218717  

RESEARCH UPDATE 

Disease screening, barley 

• Disease resistance will be assessed post-quarantine on the imported ICARDA lines where sufficient seed is available (with 

lines allocated to disease nurseries based on data provided by ICARDA).  

• To validate resistance, at least two assessments are required. Lines selected in preliminary testing (using limited seed ex-

quarantine) will be retested in the field for resistance to NFNB, SFNB, scald, and leaf rust in the same year as the yield Australi-

an trials are established.  

• In addition, the lines will be concurrently evaluated for resistance to powdery mildew.  

• Multi-pathotype testing will then be conducted on the most resistant barley lines to identify materials that potentially carry 

novel resistance genes. 
Oversight and management 

• A steering committee will meet twice annually to ensure the CAIGE work plan is implemented effectively.  

• In addition, a Breeders Reference group comprising one representative of all participating commercial companies, GRDC, and 

CAIGE core staff will meet in March and October annually to review strategy.  

• An annual meeting of stakeholders will offer an opportunity for the presentation of results, discussion, and fine-tuning of the 

CAIGE working plans.  

• A working group representing the Core CAIGE team and AGG will meet as required to address logistical issues.  

• A quarterly newsletter will be published and distributed with comprehensive CAIGE updates to all CAIGE participants. 
Traits confirmed in global phenotyping platforms 

• The special trait materials in each imported nursery will be concurrently evaluated for the trait at key global hotspots using 

the CGIAR global phenotyping platforms. 

 • These data will be available to Australian breeders and the CAIGE team prior to the inclusion of the materials in multi-

environment trials in Australia, allowing refinement of the materials evaluated. 
Additional data from CAIGE trial sites 

• All field trial sites will be assessed for background soil-borne constraints using the PredictaB test at SARDI. 

• All collaborators growing a CAIGE yield trial will be requested to collect plant height and phenology data from each trial site 

and to provide any other seasonal data that is available. 
Core disease sets 

• Disease screening will identify diverse lines that will be retained as core sets for key pathogens of bread, durum, and barley.  

• These core sets will be updated in years 3 and 5 of the project.  

• The core sets will represent potentially novel disease resistances, and where possible, lines with multiple disease resistances 

will be emphasized.  

• The core sets will be accessioned into the AGG collection  

• Any data contributed by commercial companies will only be available under password protection to CAIGE collaborators but 

will become publicly available after a period of 3 years.  
Extending the benefits of CAIGE 

• A CAIGE demonstration will be included at grower field days in each of the three Australian grains regions over the life of the 

project. These will be at Narrabri (2022), Birchip (2024) and Merredin (2026).  

• A CAIGE project staff member will attend each field day to speak about the implications of the project for Australian grain 

growers. 

Introduction: breeding for complex physiological traits 

Until recently, pre-breeding for complex physiological traits has not been a priority for most breeding programs mainly due to the challenges 

associated with tracking these traits among progeny. Notable exceptions involved Australian scientists Graham Farquhar, Richard Richards, 

Greg Rebetzke and others, who have contributed a number of drought-adaptive traits to Australian breeders. However, breeding for such 

traits is now imperative if wheat is to remain a pillar of food security. For example, climate resilience will require improved levels of expres-

sion for a range of stress-adaptive traits as well as yield stability under unpredictable climates.  

 Unfortunately, reliable molecular markers are not generally available for such traits. However, deterministic breeding for stress toler-

ance and yield potential can be achieved through trait-stacking, employing strategic crossing of parents, and phenomic and genomic selection 

among progeny. Since pre-breeding by definition seeks new levels of expression of traits that currently represent bottlenecks to productivity, 

genetic resource collections -of which well over 0.5M accessions exist in wheat collections worldwide- are valuable sources of potentially 

valuable genetic variation.  

 The initial steps in physiological pre-breeding involve firstly defining the traits of interest -based on models and empirical data- and then 

exploring genetic resource collections for sources of favorable trait expression representing either novel alleles or new allelic combinations. 

Dr. Matthew Reynolds, Head, 

CIMMYT Wheat Physiology, 

Global Wheat Program 

https://uni-sydney.zoom.us/j/87535218717
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Phenomics can identify parental lines that express the trait, or trait proxies that are typically faster to measure. For example, root capacity 

is a key trait in climate resilience but not feasible to measure directly. However, expression of a cool canopy under heat or drought -which 

is measured remotely or proximally at high throughput using infra-red thermometry- has been shown to be directly associated with root 

capacity and performance. A number of spectral indices, that can also be measured at breeding scale using drones and rovers, show associa-

tion with photosynthetic capacity. Phenomics also extends to partitioning traits (e.g. harvest index) though most are not yet amenable to 

high throughput but rather require hands-on growth analysis. 

 Therefore, throughput determines at which stage of the breeding pipeline physiological interventions are feasible (Fig 1). Lower 

throughput traits -such as those measured using growth analysis or leaf gas exchange for example, can only be evaluated on a limited scale 

(i.e. 100s of lines) to facilitate strategic crossing among parents. On the other hand, those traits and trait proxies which can be measured at 

‘breeding scale’ (i.e. on thousands of progeny) are feasible as early generation selection criteria. In this context, it is worth considering that 

selection of parents and selection of progeny, respectively, are two different though complementary interventions, both of which facilitate 

breeding for complex physiological traits.  

Fig 1. Examples of different classes and applications of ‘breeder friendly’ phenotyping (from Reynolds et al., 2020 https://www.sciencedirect.com/science/article/pii/

S0168945219315699) Reprinted under creative commons license https://creativecommons.org/licenses/by-nc-nd/4.0/ 

https://creativecommons.org/licenses/by-nc-nd/4.0/
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Physiological pre-breeding in CIMMYT’s Global Wheat Program 

In the CIMMYT Global Wheat Program, the Physiology group has used the ‘source-sink’ model for strategic crossing where traits represent-

ing good ‘source’ (e.g. photosynthesis, vascular capacity, etc.) and good ‘sink’ (e.g. harvest index, fruiting efficiency, etc.), respectively, are 

crossed to obtain progeny that combine expression of both source and sink traits in a way that maximizes yield. However, any crossing mod-

el can be used that increases the probability of accumulating potentially favorable alleles by hybridizing complementary sources of relatively 

heritable, complex traits. A mundane analogy can be found in playing cards -another partial numbers game- where holding onto specific or 

higher value cards increases the probability of achieving a final winning combination. Stacking complex traits also implies that it may not be 

feasible to select for all of them among the many progeny. However, phenomics for high throughput traits or their proxies is combined with 

genomic selection models to identify best progeny.  

 Nonetheless, a greater understanding about the genetic basis of the different traits will permit better targeted crossing among sources 

with the view to stacking complementary alleles. At the progeny level, genomic selection can help ensure alleles that contribute to yield are 

enriched for, notwithstanding the fact that introducing novel and often exotic pedigrees (landraces, products of interspecific hybridization, 

etc.) as parents generate their own challenges to training GS models. This is one reason that phenomics remains a cornerstone not only for 

identifying new and better parental sources for strategic crossing, but also in progeny selection.  

 These approaches began as a collaboration between Bread Wheat and Physiology in the early 2000s when Richard Trethowan and Mat-

thew Reynolds -with the blessing of Sanjay Rajaram (then Wheat Director)- began collaborating on abiotic stress breeding, an effort which 

continued with Yann Manes and of course many IWIN collaborators. To cut a longer story short, the material from this approach has been 

successful enough to warrant two special CIMMYT nurseries, the Stress Adaptive Trait Yield Nursery (SATYN) now in its 12th year (a 

product of HeDWIC https://hedwic.org/) and the Wheat Yield Collaboration Yield Trial (WYCYT) now in its 10th year (a product of the 

International Wheat Yield Partnership  https://iwyp.org/). Both nurseries are requested by public and private breeders for evaluation at over 

100 international sites worldwide, respectively.  

 One interesting observation is that the use of landraces and primary synthetic germplasm in physiological pre-breeding has not apparently 

resulted in linkage drag, as the best performing lines internationally, frequently have such ‘exotic’ material in their pedigrees.  

CIMMYT, Physiology and CAIGE  

CIMMYT Wheat Physiology has had a strong association with the CAIGE program and has been sending nurseries since 2017, starting with 

5th WYCYT and 7th SATYN nurseries. To date 194 number of lines have been selected in CAIGE Yield Trials in Australia and many of these 

have performed competitively for Yield and other traits with both Australian and other CIMMYT and ICARDA lines. The lines can be identi-

fied on the CAIGE database with the selection history starting with PT…. Although pre-breeding focuses on parent building, a few of these 

‘PT’ lines -based on strategic crossing and selection for physiological traits- have been released as varieties in South Asia in recent years, in-

cluding in Pakistan and Afghanistan. This year 50 lines have been specifically selected based on trait data of relevance to Australia and these 

materials will form part of the shipment of 250 lines along with Ravi’s selections, in addition there is also 120 lines from Karim’s Durum Pro-

gram.     All of these materials will be phenotyped with CIMMYT Global Phenotyping Platform (GPP) for Soil Borne Pathogens (Crown Rot 

and Root Lesion Nematode) with Amer Dababat in Turkey, so we will have corresponding specific trait data to make final selections for 

when we yield test these materials. 

Fig 2. The main source and sink traits used by IWYP Hub to generate the ‘Wheat Yield Collaboration Yield Trial-WYCYT 

https://hedwic.org/
https://iwyp.org/
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NEW OPEN ACCESS BOOK ON WHEAT IMPROVEMEN T 

Wheat Improvement - Food Security in a Changing Climate 

Last month, CIMMYT scientists along with many international colleagues published with Springer a new wheat textbook (available as open-

access at this link https://link.springer.com/book/10.1007/978-3-030-90673-3. ‘Wheat Improvement’ is a comprehensive guide for students 

and crop scientists who wish to access the key disciplines and principles of wheat breeding. The authorship of this book includes world class 

researchers and breeders whose expertise spans cutting-edge academic science all the way to impacts in farmers’ fields. The book is a di-

dactic work that considers the background to wheat improvement, current mainstream breeding approaches, and translational research and 

avant garde technologies that enable new science to impact productivity. Given the challenges currently faced by academia, industry and na-

tional wheat programs to produce higher crop yields --- often with less inputs and under increasingly harsher climates -- the volume is in-

tended as a timely addition to our toolkit. 

Fig 3. Dr Hans Braun (Former Director CIMMYT Global Wheat Program) with a Pakistani farmer in a field of the released cultivar Pakistan-13 from CIMMYTs Physiology 

Program, which was released in 2013. 

https://link.springer.com/book/10.1007/978-3-030-90673-3
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2022 AUSTRALIAN CAIGE YIELD TRIALS & OCTOBER F IELD TOUR  

We are pleased to confirm that we have 12 Bread Wheat Trials and 4 Durum Wheat trials planned for this year. Each crop 
has one public trial. Unfortunately due to issues with poor seed last season for the barley (due to wet conditions), we are not 
in position to accommodate private yield trials but have one public trial at Narrabri this year. However, the Barley pathology 
screening will go hand-in-hand with Bread Wheat and Durum Wheat. There will also be some limited quality screening for 
Durum Wheat. 
 All CAIGE trials have been planted on time with no expect one minor mechanical slippage, errors reported. 

Longrenong Bread Wheat Trial (Tristan March, BASF) with 

plants are in early tillering stage (date: 14/06/2022). 

North Star Bread Wheat Trial (Meiqin Lu - AGT) (date: 

12/07/2022) 

Finally we are pleased to announce that the Australian CAIGE tour is on again, however as noted for Barley there is only one 
trial in Narrabri. The tour is planned from the 4-12th October and the tentative rolling itinerary is given in the table below. 
We encourage colleagues to join parts of the tour and to contact me for more information. All the field books related to the 
sites can be found here (Bread Wheat, Durum & Barley). 

http://www.caigeproject.org.au/germplasm-evaluation/bread/yield-trial-australia/caige-breadwheat-yield-trial-australia-2022/
http://www.caigeproject.org.au/germplasm-evaluation/durum/yield-trial-australia/caige-durum-yield-trials-2022/
http://www.caigeproject.org.au/germplasm-evaluation/barley/yield-trial-australia/caige-yield-trials-2022/
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Fig. The CAIGE  germplasm growing in recently com-

missioned quarantine facility at Tamworth, NSW

(Courtesy by: Brett Lobsey) 

CAIGE MATERIAL IN SEED INCREASE, SHIPMENT & QUARANTINE  
Brett Lobsey (AgNSW) 

The 2022 quarantine screening for CAIGE bread wheat and durum was planted in February 2022 and released in Early July 

2022. A few months later than usual due to the time taken to have our facility up to the new standard and certified by the De-

partment of Agriculture, Water and Environment. Our newly renovated glasshouse processed these 553 wheat lines without a 

hitch. I would like to acknowledge my team Wayne Klepzig and Caroline Stewart for their great work achieving compliance. I 

would also like to Acknowledge Annette Tredrea for her patience in receiving the seed for seed increase post quarantine. 

Presently we are re-growing 26 CAIGE barley lines which failed to produce seed over the past few years. We have also 140 

new CAIGE barley lines growing and looking great. This Barley is due for release in November 2022. 
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CAIGE DATABASE & BMS 

We have an update on recent update version of BMS (v21) based on your feedback. The new version release notes can be found in https://

ibplatform.atlassian.net/wiki/spaces/BMS/pages/2572419095/v21+Release+Notes. 

Some of key features which can interest us are: - 

• Coefficient of parentage (Beta version):  You can calculate the pedigree coefficient of parentage for limited set of germplasms. 

The upper limit will be expanded in upcoming versions.  

• Import files associated to environments: You can upload images and files associated with particular environments in the study. This 

will be helpful for CAIGE trials for uploading general trial images and environmental/weather data/soil analysis data.  

• Graphical filtering tool: Now available with far more options for data transformations and transposition. This will enable us to 

have more control and flexibility in data filtering and compilation on BMS. 

• Germplasm descriptors, attributes, and names: Support for text strings up to 5,000 characters long. Partially, this will solve 

the problem of displaying long pedigrees/selection histories. 

BMS working group will be commencing its bi-monthly zoom meeting from 18th August from 3pm-4pm (AEST), to demonstrate these 

exciting changes and to collect your feedback and comments from the CAIGE community  

WEBSITE STATISTICS  

https://ibplatform.atlassian.net/wiki/spaces/BMS/pages/2572419095/v21+Release+Notes
https://ibplatform.atlassian.net/wiki/spaces/BMS/pages/2572419095/v21+Release+Notes
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Laughter, the best medicine 

The CAIGE website is a valuable resource of information for 

breeders and researchers, and we thank all our collaborators 

for their continued support and contributions to this project. 


