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Total of 105 Australian disease screens!

DAF DEDJTR PBI SARDI CURTIN
LR 2014,16,17 2016,17 2015,16,17
) NFNB 2014,15,16,17 2015,16,17 2016
Field SFNB  2014,16,17 2015,16
PM 2014,15,16,17 2015 2016
SB 2015,16,17
SCALD 2015,16,17 2015,16,17
DAF DEDJTR PBI SARDI CURTIN
LR 2015,16,17
NFNB 2015,16,17
GlaSShOUSG SFNB 2017 2015,16
PM 2016
SB
SCALD 2015,16,17
19 independent spreadsheets .
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Hugh Wallwork, Milica Greic and Mark Butt

SARDI
Seedling | Seedling Seedling Seedling
Entry Name Pedigree/ gene Selection GID Isolate 6 | Isolate 8 |Isolate 332a | Isolate 385
- Turk Rrs1
- Atlas Rrs2

- Aflas 46 |Rrs1 + Rrs2

- Osiris Rh4+10+

Sloop Susceptible check

2 NE89747/Zarjau/3/Rapidan//K- ICB06.1706-0AP-5AP-0AP
1 5:ZIE14 281/Skorokhod 400011591
2 67IE14 CWB117-77-9-7//Antares/Ky63- ICB06.1784-0AP-2AP-0AP
) 1294/3/CWB117-77-9-T//Hml- ) _
3 |12z1E14 |S@ar00d/5/GkOmegald/CI088E7/CI05761 |ICB06 2166-0AP-3AP-0AP ENTRYCD  DESIG  PEDIGREE SELHIST leafrust  NEMix  SFNB P Mildew
- JMan/Cl02320/3/Alger/ Ceres 362-1- 40 1:21C14 1:2IC14  ARUPO/K8755//MORA/3 CBSSOSMO0084S-5 400010461 IBYT-HI 4 0
4 147[E14  |Zaau/Regina ICE06.1642-26AP-0AP-0AP 4 2:21C14 2:2IC14  BLLU/MAHIGAN CBSSOSMO03705-2 400010460 1BYT-HI 75 25 5 3
: 42 3:71C14 3:7IC14  CAPUL/6/P.STO/3/LBIRAI CBSSOSMO05705-1400010459 IBYT-HI 75 6.5 6 9
5 15:-ZIE14 Zarjau/Regina ICB06.1642-31AP-0AP-0AP 43 4:71C14 4:71C14  CABUYA/EX702-4-6/3/LE CBSS04MO00385T-( 400010184 IBYT-HI 8 35 7 ]
44 5:21C14 5:2IC14  P.STO/3/LBIRAN/UNASO/ CBSS04M000295-2 400010183 IBYT-HI 9 4 5 3
6 1-ZIC14 ARUPO/KBT55//MORA/IISCARLETT CBS505M000843-5M-0Y-0M-0A 45 6:71C14 6:71C14  SHENMAI NO.3/MSEL  CBSS03B000535-015779725  IBYT-HI 75 5 4 8
47 8:21C14 8:21C14  CHAMICO/M111 CBSS04Y002835-2¢5779680  IBYT-HI 85 3 6 8
7 |27014  |BLLUMAHIGAN CBSS05MO00370S-2M-0Y-0M-0A 44 97IC14  97IC14  FNCL/3/LEGACY//PENCO CBSSO4YO01405-615779592  IBYTHI 75 25 8 9
- - SnTroep o ommiospoome i soaN/UNASD) CBSS04B000475-01 400010182 IBYT-HI 75 a5 6 9
PBI Label # ID AGG Key |ID ID ID 200P- 220P+Rph13 253P- 4610P+ 5610P+ o6 Jcass04M000065-7 400010181 1BYT-Hi 7 a5 g g
FRA/CLE169 CBSS05Y000145-1: 400010180 IBYT-HI 75 25 4 9
1 CAIGE 20 rres |1 o7 5ZE14  |5ZIE14 |3+ 3+ 3+ 3+ 3+ 3+A/CLE169  CBSSOSYO00155-1¢ 400010179 IBYT-HI 5 3 7 9
5 cotcE 2t e |2 28 szIEls  |eziEla |33+ 3+ 3+ 3+ 33+ 3402854//AIpk ICBH98.0441-0AP-1 400011714 GSBYT 45 5 9 6
£176/NE175- CBSS05Y000395-3: 400010177 IBYT-HI 3 2 9 3
3 CAIGE 20 res |3 31 12:ZIE14  12.ZIE14 |3+ 3+ 3+ 3+ 3+ nee131/4/A ICB89.0524-4B0-1, 400011759 GSBSN 5 45 9 5
4 CAIGE 201 Inos |4 32 14:ZIE14 14:ZIE14 3+ 12 3+ 3+ 3+ 3+3ERBEL,"3_:’BCCBSSUBYDDD?US—Z{ 400010175 IBYT-HI 7 a5 5 g
5 CAIGE 20 Irires |5 33 15:ZE14  [15:ZIE14 |3+ 3+ 14N 3+ 3+ 3496/6/P.STO/: CBSSO5Y001595-2) 400010174 IBYT-HI 2.5 45 8 6
5 e e |6 20 12014 hzcs o N N ON N 3/6/6/P.STO/: CBSSOSYOD1595-17 400010173 IBYT-HI 7 a5 7 8
16/6B95.248 CBSSO5YOD1605-32 400010172 IBYT-HI 7 4 6 8
7 CAIGE 20M Irtros | 7 41 2:ZIC14 2:ZIC14 ;12+C ;1=N 12 ;1-N ;NN +““\I,."UNA80/CBSSDSYDOl?ES*lZ 400010171 IBYT-HI 4 45 5 9
8 CAIGE 20 Inros |8 42 32IC14  |3z1IC14 N N N N N Betmmar mamn AmmmAmv A m s smmnmimn -- - - -
9 CAIGE 20M Irtros |9 43 4:ZIC14 4:ZIC14 3+ 3+ 3+ 3+ 3+ 3+ \ G R D Cﬁ
10 CAIGE 20M Intres |10 44 5:ZIC14 5:ZIC14 1+N N 12- N 1+N 3+ Q s resenen 4
11 CoiBE 2 s | 1 45 67IC14  |eZic14  |{1+CN_ [;1=CN A=CN_ |1+CN N 33 il Gomnent Qgg;gg;g:,ﬂgzm dhe RSy
47 s an ar - mimaa - mim~aa A Al -l Ay N 2. Development Corporation AUSTRALIA




e Compiling barley disease screening data

e Standardising naming conventions

* Converting scores to 1-9
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1162 lines with phenotype information thus far
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— PM

— SB

— SCALD
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* Confirm environments/pathotyes with
collaborators

e Reduce to unique set of GIDs
* Populate pedigree information
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e Make standardised data available!

* |dentify lines that may carry resistances to
multiple diseases
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